INTERPRETATION TABLE

HLA-B*14 SSP subtyping

Amplification patterns of the B*1401 to B*1408 alleles

well*
1 2 3 4 5 6 7 8
Length of spec. 265 | 185 | 185 | 85 | 130 | 95 | 260 | 250
PCR product 220
Length of int. 800 | 1070| 800 | 1070 1070 | 1070 | 1070 | 1070
pos. control®
5'-primer(s)? 361 | 103 | 103 | 539 [ 91 | 363 | 363 | 103
S.AgT® | SccT® | ¥ccg® | S-gcg® | S-ggc? | ®-Agc® | %-Agg® | S-ccT?
564
S.1gA¥
3'-prime(s)® 583 | 246 | 246 | 583 | 269 | 419 | 583 | 311
Sg1g® | ¥TAT® | YTAT® | SgT19® | ®-AgT¥ | ¥-cgA¥ | YgTg® | %-ggT*
3" |
STATY
Well No. 1 2 3 4 5 6 7 8
HLA-B allele
*1401 1 2 8
*140201-140202 1 3
*1403 1| 3 4 |
*1404 1 w 5
*1405 | 3 6
*140601-140602 3 7
*1407N 1| 2 | 5 | 8
*1408, 3932, 3943° 2 7 8
*070201-0726, 0728, 0730-0735, 0737,
0739-0764, 1568, 1571, 1802, 1810,
1811, 1814, 1821, 1822, 1827, 2708,
2712, 2718, 2726, 2733, 2740, 2742,
3550, 3584, 3705, 3711, 390202, 3910,
391301-391302, 3916, 3917, 391901,
3920, 3923, 3931, 400201-400602,
4008, 4009, 4011, 4018, 4020, 4024, 8
4026-4029, 4035, 4037, 4039, 4040,
4044, 4050, 4056, 4057, 4064, 4068,
4070, 4071, 4074, 4075, 4078, 4082,
4083, 4085, 4086, 4201, 4202, 4204-
420502, 4207-4209, 480101-4806, 4808-
4817, 4019, 5402, 5510, 670102, 6702,
Well No. 1 2 3 4 5 6 7 8




Length of spec. 265 | 185 | 185 | 85 [ 130 | 95 | 260 | 250
PCR product 220

Well No. 1 2 3 4 5 6 7 8
*1537, 1538, 1804, 1809, 1825, 4051, v

5106, 5145

*180101-180103, 1803, 1805-1808,

1812, 1815, 1817N-1820, 1823N, 1824, 7 8
1826, 1828, 1829

*1813 4 7 8
*3526, 3805, 3904 3

*380101-3803, 3807-3817 2

*39010101-39010102L, 390103-390201,

3905-390602, 3908, 3909, 3911, 3914,

3915, 3918, 391902, 3922, 3925N-3930, 2 8
3933-3936, 3938Q, 3939, 3941, 3942,

670101

*3903, 3924, 3937 2 6 8
*3907 ? ? ?
*3940N 2 5 8
*4206, 4807 6 8
*5129 4

HLA-B allele

Well No. 1 2 3 4 5 6 7 8
Cw*0808 6

Well No. 1 2 3 4 5 6 7 8
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